Table 1. PNECgqw0x Values obtained from Tell et al. (2019), PNECesistnce Calculated according to Bengtsson-Palme et al. (2016) and
PNEC sistance Calculated according to Rico et al. (2017), and lowest PNEC considering potential ecotoxicological and antibiotic resistance effects.
The table also shows the percentage of samples that exceed the different PNECs for each antibiotic as well as the removal efficiency targets that
should be further implemented to achieve antibiotic emissions below the proposed environmental threshold (lowest PNEC).

PNEC esi
PNE Ceootox Bengtsson-lge;i?;\;eet al. R_PN EC esistance Lowest PNEC I_:R(_amovaleff

Antibiotic (2016) ico et al. (2017) iciencytarg

Value Exceedance Value Exceedance Value  Exceedance Value Exceedance S/t

(ngL"?) (%) (gL (%) (gL (%) (gL (%) ()
Azithromycin 20 100 250 100 110 100 20 100 99
Ciprofloxacin 570 7 60 97 99 97 60 97 92
Clarithromycin 80 100 250 33 150 100 80 100 80
Clindamycin 100 0 1000 0 292 0 100 0 -
Erythromycin 500 0 1000 0 731 0 500 0 -
Levofloxacin 1000° 0 250 63 375 53 250 63 64
Metronidazole NA NA 130 40 83 70 83 70 62
Moxifloxacin 500° 0 130 0 552 0 130 0 -
Norfloxacin 120000 0 500 0 64 77 64 77 75
Sulfamethoxazole 600 0 16000 0 59110 0 600 0 -
Trimethoprim 100000 0 500 0 1187 0 500 0 -

Based on the toxicity value for Microcystis flos-aquaeprovided by(Wan et al., 2014).
PBased on the toxicity value for Microcystis aeruginosa provided by(Wan et al., 2021).


https://www.sciencedirect.com/science/article/pii/S0304389420325085

Table2. Metabolites of antibiotics selected found in IWW and EWW samples after a
LC-IMS-HRMS screening

M . Elemental Mass Mass Observed for
etabolite lon m/z L error error
composition (ppm) (mDa) parentcompound
3-desmethyl [M+H]®  277.12826  Ci3H17N,O5" 45 13
Trimethoprim +
Fragment 261.09872 C12H13N403 1.4 0.4
Fragment  123.06649 CsH7N4" 6.6 0.8
Clin&am_ycin [M+H]®  441.18208 Ci15H33CIN,06S* 0.1 0.0
sulfoxide Fragment 126.12765 CisHsCIN,OsS™ — -0.6 0.1
Fragment  377.18452 CygH33CIN,O6S” 2.0 0.7
N- ~ [M+H]"  374.15168  CigHxFN3O4" 1.7 0.6
acetylCiprofloxacin .\
Fragment 231.05823  Cj2HgFN,0O, 7.8 1.8 v
Oxociprofloxacin = [M+H]*  346.12042  Ci7Hi7FN3O4" 1.9 0.7
Fragment 328.10916  Ci7Hi7/FN3O," -0.1 0.0 X
Fragment 287.07105  Ci7H17FN3O," 3.4 1.0 X
Fragment 217.04074  Ci7H17FN3O," -0.2 0.0 X




