
HARVESTING

MEASUREMENTS

CT

S

HL

S+HL

15 days

GROWING TIME
10 days

SALT STRESS

7 hours 

(8 AM – 3 PM) 

LIGHT STRESS

Light period: 7 AM - 11 PM

75 𝜇mol m-2 s-1 / 23ºC 

Water

Water

Salinity (150 mM)

Salinity (150 mM)

75 𝜇mol m-2 s-1

650 𝜇mol m-2 s-1

650 𝜇mol m-2 s-1

75 𝜇mol m-2 s-1

Fig. S1. The experimental design used for the metabolomic study of high salinity (S), high irradiance (HL), and a 

combination of high salinity and high irradiance (S+HL) using Arabidopsis Col and Ler plants. CT, control; HL, high 

irradiance; S, high salinity; S+HL, a combination of high salinity and high irradiance.



Fig. S2. Light spectrum used for growing plants under control conditions and during increased 

irradiance treatments. CT, control; HL, increased irradiance.

HLCT



Fig. S3. Pathway analysis of transcripts upregulated in response to S, HL, and S+HL using 

Arabidopsis Col seedlings. Transcriptomic data was obtained from [13]. Numbers in bars depict 

p-value. HL, increased irradiance; S, high salinity; S+HL, a combination of high salinity and 

increased irradiance.

6,4E-2
9,2E-5

2,3E-10
1,9E-8

8,9E-5
6,1E-9

3,8E-4
1,5E-2

6,4E-2
6,0E-3
2,4E-3

1,7E-4
5,5E-2

1,6E-2
2,7E-5
1,0E-2
9,2E-4
2,3E-2
4,5E-2

1,5E-2
7,6E-2
4,7E-2
7,1E-2

0 50 100 150 200 250 300 350 400 450 500

Biosynthesis of secondary metabolites

Protein processing in endoplasmic reticulum

Plant-pathogen interaction

Ubiquitin mediated proteolysis

Phenylpropanoid biosynthesis

Peroxisome

Inositol phosphate metabolism

Autophagy

alpha-Linolenic acid metabolism

beta-Alanine metabolism

Pantothenate and CoA biosynthesis

Nicotinate and nicotinamide metabolism

Num of genes

2,0E-18
7,0E-6

1,3E-9
1,9E-9

1,8E-3
3,2E-7

1,9E-2
1,9E-3

3,4E-5
1,3E-2

6,7E-3
3,2E-2
2,0E-4

2,6E-4
8,5E-3

4,5E-4
4,9E-3
3,4E-2
3,0E-3
2,4E-2

3,3E-2
2,6E-2

9,9E-2

0 20 40 60 80 100 120 140

Protein processing in endoplasmic reticulum

Spliceosome

Plant-pathogen interaction

Ubiquitin mediated proteolysis

Glycerophospholipid metabolism

Phagosome

Glycerolipid metabolism

Arginine and proline metabolism

Fatty acid degradation

alpha-Linolenic acid metabolism

Sphingolipid metabolism

Biosynthesis of unsaturated fatty acids

Num of genes

4,8E-2
2,2E-5

3,0E-2
8,7E-9

9,8E-2
1,1E-2

3,6E-2
1,1E-3
8,8E-5
6,1E-2

8,2E-3
7,0E-3

6,5E-2
8,9E-3
2,6E-4
2,0E-2
6,0E-2
7,6E-2
6,9E-2
1,8E-3
1,7E-2
7,1E-2
2,5E-2

0 100 200 300 400 500 600 700 800 900

Metabolic pathways

Plant hormone signal transduction

Carbon metabolism

Plant-pathogen interaction

Peroxisome

Glycerolipid metabolism

Fatty acid metabolism

alpha-Linolenic acid metabolism

Autophagy

Ubiquinone and other terpenoid-quinone biosynthesis

Flavonoid biosynthesis

Nicotinate and nicotinamide metabolism

Num of genes

S

HL

S+HL


	Slide 1
	Slide 2
	Slide 3

